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Species Gene Symbol Gene ID GenBank Accession Transcript
Human MAP3K7 6885 BCO017715 NM_ 145331
About the gene
Official Symbol MAP3K7
Previous Symbol TAK1
Official Full Name | mitogen-activated protein kinase kinase kinase 7
Synonyms MEKK?7
Location 6ql15
Gene Type protein-coding gene
Uniprot ID 043318
Pathway/Library Kinases Library
The protein encoded by this gene is a member of the serine/threonine protein kinase family. This kinase
mediates the signaling transduction induced by TGF beta and morphogenetic protein (BMP), and controls
a variety of cell functions including transcription regulation and apoptosis. In response to IL-1, this protein
Gene Summary forms a kinase complex including TRAF6, MAP3K7P1/TAB1 and MAP3K7P2/TAB2; this complex is
required for the activation of nuclear factor kappa B. This kinase can also activate MAPKS8/JNK,
MAP2K4/MKK4, and thus plays a role in the cell response to environmental stresses. Four alternatively
spliced transcript variants encoding distinct isoforms have been reported.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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